Experimental
Crystal data C 9 H 12 N 2 O M r = 164.21 Monoclinic, P2 1 =c a = 15.4261 (16) Å b = 6.2618 (7) Å c = 9.2073 (10) Å = 106.651 (12) V = 852.09 (16) Å 3 Z = 4 Cu K radiation = 0.69 mm À1 T = 173 K 0.32 Â 0.22 Â 0.08 mm
Data collection
Agilent Xcalibur (Eos, Gemini) diffractometer Absorption correction: multi-scan (CrysAlis RED; Agilent, 2012) T min = 0.746, T max = 1.000 4845 measured reflections 1675 independent reflections 1359 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.151 S = 1.07 1675 reflections 119 parameters 3 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.26 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (2) 3.007 (2) 159 (2) Symmetry codes: (i) x; Ày þ 1 2 ; z À 1 2 ; (ii) Àx; y þ 1 2 ; Àz þ 1 2 .
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis RED (Agilent, 2012); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
ASP thanks the UOM for research facilities. JPJ acknowledges the NSF-MRI program (grant No. CHE1039027) for funds to purchase the X-ray diffractometer.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: NG5307). supplementary materials Acta Cryst. (2012) . E68, o3467 [doi:10.1107/S160053681204799X]
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Comment
Hydrazides are useful precursors in the synthesis of several related heterocyclic systems (Narayana et al., 2005) . The crystal structures of some similar hydrazides, viz., 2-(4-methoxyphenoxy)acetohydrazide (Liu & Gao, 2012) , 2-(3-methoxyphenyl)acetohydrazide (Hanif et al., 2007) and 2-(4-methylphenoxy)acetohydrazide (Fun et al., 2011) have been reported. In view of the importance of hydrazides, the crystal structure of title compound (I) is reported.
In the title compound, C 9 H 12 N 2 O, the dihedral angle between the mean planes of the benzene ring (C3-C8) and acetohydrazide group (O1/C1/N2/N1) is 88.2 (7)° ( Fig. 1 ). Bond lengths are in normal ranges (Allen et al., 1987) . In the crystal N-H···O hydrogen bonds and weak C-H···O intermolecular interactions link the molecules into infinite ribbons along [001] (Fig. 2 , Table 1 ).
Experimental
To a solution of methyl (4-methylphenyl)acetate (2 g, 12.18 mmol) in methanol (20 mL), hydrazine hydrate (2 mL) was added and the reaction mixture was stirred at room temperature for 6 hours (Fig. 3 ). After the completion of the reaction methanol was removed under vacuum, added water, precipitated solid was filtered and dried. The single crystal was grown from mixture methanol: water (2:1) by slow evaporation method and yield of the compound was 91%. (m.p.:
426-428 K).

Refinement
H1A, H1B and H2 were restrained with DFIX = 0.86 (2)Å. All the H atoms were placed in their calculated positions and then refined using the riding model with Atom-H lengths of 0.93Å (CH), 0.97Å (CH 2 ), 0.96Å (CH 3 ) or 0.86Å (NH).
Isotropic displacement parameters for these atoms were set to 1.19-1.21 (CH, CH 2 ), 1.49 (CH 3 ) or 1.20 (NH) times U eq of the parent atom.
Computing details
Data collection: CrysAlis PRO (Agilent, 2012) ; cell refinement: CrysAlis PRO (Agilent, 2012) ; data reduction: CrysAlis RED (Agilent, 2012) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.08543 (9) 0.1283 (2) 0.0347 (9) 0.0320 (8) 0.0298 (9) −0.0025 (6) 0.0105 (7) −0.0047 (6) C2 0.0328 (9) 0.0492 (10) 0.0307 (9) −0.0012 (7) 0.0119 (7) −0.0038 (7) C3 0.0293 (8) 0.0435 (10) 0.0310 (9) −0.0022 (7) 0.0113 (7) 0.0004 (7) C4 0.0288 (9) 0.0460 (10) 0.0392 (10) 0.0037 (7) 0.0095 (7) 0.0048 (7) C5 0.0327 (9) 0.0409 (10) 0.0468 (11) −0.0015 (7) 0.0151 (8) −0.0014 (8) C6 0.0303 (9) 0.0484 (10) 0.0374 (10) −0.0060 (7) 0.0126 (7) −0.0032 (8) C7 0.0301 (9) 0.0496 (11) 0.0388 (10) 0.0012 (7) 0.0065 (7) 0.0040 (8) C8 0.0340 (9) 0.0386 (9) 0.0398 (10) 0.0027 (7) 0.0115 (8) 0.0021 (7) C9 0.0403 (11) 0.0650 (14) 0.0498 (12) −0.0083 (9) 0.0121 (10) −0.0157 (10) Geometric parameters (Å, º) (2) 3.007 (2) 159 (2) Symmetry codes: (i) x, −y+1/2, z−1/2; (ii) −x, y+1/2, −z+1/2.
